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Since the publication of this article, the authors have
noticed that the part of acknowledgement is missing from
article. Here is the acknowledgement:

This work was supported by the National Key Research
and Development Program of China (2018YFD1000300),
National Crop Germplasm Resources Protection of Min-
istry of Agriculture of China (NB2018-2130135-07).
The authors would like to apologize for this error.
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